, except for subtelomeres that lack an obvious CTCF binding peak proximal to the terminal repeat tracts. Supplementary Table S1 . List of primers used for quantitative RT-PCR, and copy number/ known loci amplified by subterminal TERRA primer sets. Subterminal Sequence Families are as defined previously (Riethman, 2008) , and the number of distinct genomic loci matching the primer set computationally is given in parentheses. The genomic locations of each of these loci are indicated; "Tel" indicates immediately adjacent to the telomere repeat tract in the sequence organization shown in Figures 1 and 2 . "Trunc" indicates that while the assay is derived from the indicated telomere-adjacent sequence from a specific allele, other alleles and subtelomeric locations of the amplicon are within duplicated subtelomeric DNA but not immediately adjacent to the terminal (TTAGGG)n tracts ("Subtel"). The number of nonsubtelomeric duplicated sites, where they exist for an assay, are as indicated. D (14) 1q, 2q, 4q, 5q, 6q, 8p, 10q, 13q, 16q, 19p, 19q, 21q, 22q (Tel); 2qfus (internal) 
